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- <eSummaryResult>
- <DocumentSummarySet status="OK">
  <DbBuild>Build140412-0500.1</DbBuild> 

- <DocumentSummary uid="222159">
  <Id>222159</Id> 

  <Source>GTR</Source> 

  <Accession>GTR000222159</Accession> 

  <TestName>STAT3 mutation analysis</TestName> 

  <TestType>Clinical</TestType> 

- <ConditionList>
- <Condition>
  <Name>Hyperimmunoglobulin E syndrome</Name> 

  <Acronym /> 

  <CUI>C0022398</CUI> 

  </Condition>
  </ConditionList>
- <Analytes>
- <Analyte>
  <AnalyteType>Gene</AnalyteType> 

  <Name>STAT3</Name> 

  <GeneID>6774</GeneID> 

  <Location>17q21</Location> 

  </Analyte>
  </Analytes>
  <GeneList /> 

  <Offerer>DNA Diagnostics Laboratory Academic Medical Centre, University of Amsterdam</Offerer> 

- <OffererLocation>
  <Line1>Meibergdreef 9</Line1> 

  <Line2 /> 

  <Line3 /> 

  <City>Amsterdam</City> 

  <State>Noord-Holland</State> 

  <PostCode>1105 AZ</PostCode> 

  <Country>Netherlands</Country> 

  </OffererLocation>
  <OffererID>76327</OffererID> 

- <DirectorList>
  <string>Marcel Mannens, PhD, Lab Director</string> 

  </DirectorList>
  <Summary /> 

  <Flags /> 

- <Method>
- <TopCategory>
  <Name>Molecular Genetics</Name> 

  <CategoriesString>_C_______________</CategoriesString> 

- <CategoryList>
- <Category>
  <Name>Sequence analysis of the entire coding region</Name> 

  <Code>C</Code> 

- <MethodList>
  <string>Bi-directional Sanger Sequence Analysis</string> 

  </MethodList>
  </Category>
  </CategoryList>
  </TopCategory>
  </Method>
  <AnalyticalValidity>This test detects >99% of described mutations</AnalyticalValidity> 

  <TargetPopulation /> 

- <Certifications>
- <Certification>
  <CertificationType>CCKL</CertificationType> 

  <id>142</id> 

  </Certification>
  </Certifications>
  <StudyDesc /> 

- <TestTargetList>
  <string>STAT3</string> 

  </TestTargetList>
  <ConditionCount>1</ConditionCount> 

  <TestTargetCount>1</TestTargetCount> 
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